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[bookmark: _Hlk206420867]Supplementary Table 1. MMP, IL-8 gene variations primer series, PCR conditions and restriction enzymes.
	Gene Variations
	Primer series
	PCR Conditions
	RE

	MMP-1(-1607 1G/2G)
	FP: 5′-TCGTGAGAATGTCTTCCCATT-3′
RP: 5′-TCTTGGATTGATTTGAGATAAGTCATATC-3′
	[bookmark: _Hlk205456527]5 minutes at 94 ℃35cycle

20 seconds at 94 ℃
20 seconds at 55 ℃
20 seconds at 72 ℃
5 minutes at 72 ℃
	PdmI (XmnI)

	MMP-2(-735 C/T)
	FP: 5′-GGATTCTTGGCTTGGCGCAGGA-3′
RP: 5′-GGGGGCTGGGTAAAATGAGGCTG-3′
	5 minutes at 94 ℃
45 seconds at 95 ℃35cycle

45 seconds at 65 ℃
45 seconds at 72 ℃
10 minutes at 72 ℃
	HinfI

	MMP-3(-1171 5A/6A)
	FP: 5′-CTTCCTGGAATTCACATCACTGCCACCACT-3′
RP: 5′-GGTTCTCCATTCCTTTGATGGGGGGAAAAA-3′
	3 minutes at 94 ℃
50 seconds at 94 ℃35cycle

50 seconds at 58 ℃
20 seconds at 72 ℃
5 minutes at 72 ℃
	PsyI (Tth111I)

	IL-8(-251 A/T)
	FP: 5′- CCATCATGATAGCATCTGT-3′
RP: 5′-CCACAATTTGGTGAATT-3′
	5 minutes at 94 ℃
30 seconds at 94 ℃35cycle

30 seconds at 56 ℃
1 minutes at 72 ℃
8 minutes at 72 ℃
	VspI (AseI)


FP: Forward primer; RP: Reverse primer; PCR: Polymerase chain reaction; RE: Restriction enzyme; MMP: Matrix Metalloproteinase; IL: Interleukin.


Supplementary Table 2. Genotype distributions, PCR-RFLP components, product lengths for MMP, IL-8 gene variations.
	Gene Variation
	PCR Product Lengths
	Genotype Distributions Product Lengths

	MMP-1(-1607 1G/2G)
	113 bp
	1G/1G genotype: 102 bp, 11 bp
1G/2G genotype: 113 bp, 102 bp, 11 bp
2G/2G genotype: 113 bp

	MMP-2(-735 C/T)
	391 bp
	TT genotype: 338 bp, 53 bp
CT genotype: 391 bp, 338 bp, 53 bp
CC genotype: 391 bp

	MMP-3(-1171 5A/6A)
	129 bp
	5A/5A genotype: 96 bp
5A/6A genotype: 129 bp, 96 bp
6A/6A genotype: 129 bp

	IL-8(-251 A/T)
	173 bp
	AA genotype: 152 bp, 21 bp
AT genotype: 173 bp, 152bp, 21 bp
TT genotype:  173 bp

	Gene Variation
	PCR Components
	RFLP Components

	MMP-1(-1607 1G/2G)
	50 nanograms of isolated DNA
0.2 mM dNTP for each
forward primer and reverse primer
[bookmark: _Hlk204594625]1× PCR buffer
3 mM MgCl2
1.25 Unite Taq DNA polymerase
	1× Buffer Tango
PCR reaction products
[bookmark: _Hlk210056367]dH2O
5 Units of restriction enzyme

	MMP-2(-735 C/T)
	
	

	MMP-3(-1171 5A/6A)
	
	

	IL-8(-251 A/T)
	
	


PCR: Polymerase Chain Reaction; MMP: Matrix Metalloproteinase; IL: Interleukin; dNTP: deoxynucleotide triphosphate; MgCl2: Magnesium Chloride; dH2O: deionized water.


Supplementary Table 3.  Comparison of clinical and demographic parameters between patients with benign prostatic hyperplasia and healthy controls.
	Clinical and demographic parameters
	Patient
group (n = 91)
	Control
group (n = 91)
	OR (95% Confidence Interval)
	p

	Age (yr)
	66.396 ± 7.492
	64.714 ± 7.618
	1.682 (1.281–4.645)
	0.263a

	Hypertension (+)
	40 (43.9%)
	13 (14.3%)
	4.706 (2.294–9.653)
	<0.001b,*

	Diabetes Mellitus (+)
	22 (24.2%)
	3 (9.9%)
	9.353 (2.688–32.539)
	<0.001b,*

	Cholesterol (+)
	16 (17.6%)
	3 (9.9%)
	6.258 (1.756–22.306)
	0.005b,*

	Familial history of cancer (+)
	17 (18.7%)
	7 (7.7%)
	2.757 (1.083–7.015)
	0.033b,*

	Heart Disease (+)
	32 (35.2)
	16 (17.6)
	2.542 (1.275–5.070)
	0.008b,*

	Alcohol (+)
	32 (35.2%)
	21 (23.1%)
	1.808 (0.944–3.464)
	0.074b

	Smoking (+)
	28 (30.8%)
	13 (14.3%)
	2.667 (1.276–5.572)
	0.009b,*


aIndependent Samples Test. bLogistic Regression.
(+): Available; *: Significance (p < 0.05).
OR: Odds Ratio.


Supplementary Table 4. Allele frequencies for MMP-1(-1607 1G/2G), MMP-2(-735 C/T), MMP-3(-1171 5A/6A), IL-8(-251 A/T) gene variations in patients with benign prostatic hyperplasia and healthy controls.
	Gene Variations
	Patient group
(n = 91)
	Control group
(n = 91)

	
	Allele
	Case
	Frequency
	Allele
	Case
	Frequency

	MMP-1(-1607 1G/2G)

	
	1G
	88
	0.4835
	1G
	85
	0.4670

	
	2G
	94
	0.5165
	2G
	97
	0.5330

	
	Total
	182
	1.0000
	Total
	182
	1.0000

	
	Hardy-Weinberg Equilibrium Test:
Pearson chi2 = 10.516, p= 0.0012a,*
	Hardy-Weinberg Equilibrium Test:
Pearson chi2 = 22.0545, p <0.001a,*

	MMP-2(-735 C/T)

	
	C
	126
	0.6923
	C
	128
	0.7033

	
	T
	56
	0.3077
	T
	54
	0.2967

	
	Total
	182
	1.0000
	Total
	182
	1.0000

	
	Hardy-Weinberg Equilibrium Test:
Pearson chi2 = 4.6558, p = 0.031a,*
	Hardy-Weinberg Equilibrium Test:
Pearson chi2 = 9.1186, p <0.0025a,*

	MMP-3(-1171 5A/6A)

	
	5A
	63
	0.3462
	5A
	42
	0.2308

	
	6A
	119
	0.6538
	6A
	140
	0.7692

	
	Total
	182
	1.0000
	Total
	182
	1.0000

	
	Hardy-Weinberg Equilibrium Test:
Pearson chi2 = 7.9723, p = 0.0047a,*
	Hardy-Weinberg Equilibrium Test:
Pearson chi2 = 1.6178, p = 0.203a

	IL-8(-251 A/T)

	
	A
	76
	0.4176
	A
	94
	0.5165

	
	T
	106
	0.5824
	T
	88
	0.4835

	
	Total
	182
	1.0000
	Total
	182
	1.0000

	
	Hardy-Weinberg Equilibrium Test:
Pearson chi2 = 0.0032, p = 0.955a
	Hardy-Weinberg Equilibrium Test:
Pearson chi2 = 22.3993, p < 0.001a,*


aHardy-Weinberg Equilibrium test.
*: Significance (p < 0.05).
MMP: Matrix Metalloproteinase; IL: Interleukin.


Supplementary Table 5. MMP-1(-1607 1G/2G), MMP-2(-735 C/T), MMP-3(-1171 5A/6A), IL-8(-251 A/T) gene variations genotype distributions according to comorbodities in patients with benign prostatic hyperplasia.
	Gene Variations
	DM
	HT
	CHOL
	HD
	SM
	FHC
	Total
	p

	MMP-1(-1607 1G/2G)

	
	1G/1G
	5
	10
	8
	10
	8
	5
	46
	0.014a,*

	
	1G/2G
	8
	11
	5
	9
	8
	6
	47
	

	
	2G/2G
	9
	19
	3
	13
	12
	6
	62
	

	Total
	22
	40
	16
	32
	28
	17
	155
	

	MMP-2(-735 C/T)

	
	TT
	15
	24
	12
	21
	17
	7
	96
	0.010a,*

	
	CC
	6
	12
	2
	8
	9
	7
	44
	

	
	CT
	1
	4
	2
	3
	2
	3
	15
	

	Total
	22
	40
	16
	32
	28
	17
	155
	

	MMP-3(-1171 5A/6A)

	
	6A/6A 
	3
	6
	1
	5
	5
	5
	25
	0.003a,*

	
	5A/6A
	7
	13
	8
	11
	6
	2
	47
	

	
	5A/5A
	12
	21
	7
	16
	17
	10
	83
	

	Total
	22
	40
	16
	32
	28
	17
	155
	

	IL-8(-251 A/T)

	
	AT
	3
	6
	2
	6
	3
	3
	23
	0.023a,*

	
	TT
	15
	19
	7
	14
	15
	9
	79
	

	
	AA
	4
	15
	7
	12
	10
	5
	53
	

	Total
	22
	40
	16
	32
	28
	17
	155
	


DM: Diabetes Mellitus; HT: Hypertension; CHOL: Cholesterol; HD: Heart Diseases; SM: Smoking; FHC: Familial history of cancer; CC: Cytosine-Cytosine; CT: Cytosine-Thymine; TT: Thymine-Thymine; 1G/1G: 1Guanine/1Guanine; 1G/2G: 1Guanine/2Guanine; 2G/2G: 2Guanine/2Guanine; 5A/5A: 5Adenine/5Adenine; 5A/6A: 5Adenine/6Adenine; 6A/6A: 6Adenine/6Adenine; AA: Adenine/Adenine; AT: Adenine-Thymine; IL: Interleukin; MMP: Matrix Metalloproteinase.
aChi-Square; *: Significance (p < 0.05).
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